Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.088; data-to-parameter ratio = 16.1.
Related literature
For related structures, see: Agrawal & Mishra (2010) ; Liang et al. (2008 Liang et al. ( , 2009 ); Wu et al. (2010 Wu et al. ( , 2011 ; Zhao et al. (2010 Zhao et al. ( , 2012 . For background to and applications of chalcones, see: Agrawal & Mishra (2010) ; Wu et al. (2010 Wu et al. ( , 2011 ; Zhao et al. (2012) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2002) T min = 0.759, T max = 1.000 11133 measured reflections 3807 independent reflections 3508 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.088 S = 1.04 3807 reflections 236 parameters 1 restraint H-atom parameters constrained Á max = 0.22 e Å À3 Á min = À0.14 e Å À3 Absolute structure: Flack (1983) , 1812 Friedel pairs Flack parameter: 0.01 (5) Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the C14-C19 ring. Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SHELXTL (Sheldrick, 2008) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. inflammatory activities. In previous researches of our group, we reported the crystal structures of series of 5-carbonlinker mono-carbonyl analogues as following: 1,5-diaryl-1,4-pentadiene-3-ones, 2,6-(diarylidene)cyclohexanone, 2,5-(diarylidene)cyclopentanone (Liang et al., 2008 (Liang et al., , 2009 Wu et al., 2010 Wu et al., , 2011 Zhao et al., 2010 Zhao et al., , 2012 .
In this paper, we present the crystal structure of the title curcumin derivative, C 22 H 21 Cl 2 NO. The molecule has an E conformation for each of the olefinic bonds (Fig. 1) . The 1-propylpiperidin-4-one ring has a distorted chair conformation: atoms N1, C1 and O1 deviate from the mean plane (C2-C3-C4-C5) by +0.682 (2), -0.134 (3) and -0.340 (4) Å, respectively. The dihedral angle between the phenyl rings C7-C12 and C14-C19 is 26.5 (1)°. In the crystal, molecules are connected by weak C-H···O and C-H···π interactions (Table 1) .
Experimental
The title compound was synthesized by aldol condensation between 1-propylpiperidin-4-one and 2-fluorobenzaldehyde.
1-Propylpiperidin-4-one (1 mmol) and 2-fluorobenzaldehyde (2.1 mmol) were dissolved in absolute ethyl alcohol (20 ml). When the temperature of solution was at 288 K by using ice-water bath, 5 drops of NaOH (40%) were added and the reaction solution became yellow. The reaction was monitored by thin-layer chromatography. After the reaction was over, 20 ml H 2 O was added and the yellow solid was separated out. Precipitation was filtered and washed with mixture of cold ethanol and water (1:10). The production was purified by silica gel column chromatograph, elution solvent was the mixture of petroleum ether and ethyl acetate (4:1). The yield of production is 76.6%, and the melting point is in the range 397.35 -401.05 K. The pure product was crystallized in the solution mixture of CH 2 Cl 2 and CH 3 CH 2 OH.
Refinement
All H atoms were positioned geometrically and refined using a riding model approximation, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for the aromatic H atoms, with C-H = 0.97 Å and U iso (H) = 1.2U eq (C) for the methylene H atoms, and with C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for the methyl H atoms.
Computing details
Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SHELXTL (Sheldrick, 2008) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figure 1

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.78182 (4) −0.45470 (9) 0.63636 (5) 0.0796 (2) 0.0345 (7) 0.0385 (7) 0.0474 (7) −0.0002 (6) 0.0026 (6) −0.0018 (6) O1 0.0486 (8) 0.0557 (8) 0.0777 (10) 0.0103 (6) 0.0083 (7) 0.0159 (8) C1 0.0367 (9) 0.0427 (9) 0.0494 (10) 0.0020 (7) −0.0036 (7) −0.0021 (8) C2
0.0364 (8) 0.0445 (9) 0.0399 (8) 0.0012 (7) 0.0007 (7) −0.0042 (8) C3
0.0384 (9) 0.0438 (9) 0.0489 (10) 0.0014 (7) 0.0073 (7) −0.0042 (7) C4 0.0351 (9) 0.0475 (10) 0.0596 (11) −0.0032 (8) 0.0020 (8) −0.0013 (9) C5 0.0311 (9) 0.0487 (10) 0.0472 (9) −0.0006 (7) −0.0034 (7) −0.0050 (8) C6
0.0365 (9) 0.0485 (10) 0.0496 (9) 0.0005 (7) −0.0017 (8) −0.0029 (8) C7
0.0339 (9) 0.0489 (10) 0.0451 (9) 0.0068 (7) −0.0036 (7) −0.0020 (8) 0.0389 (9) 0.0433 (9) 0.0425 (9) 0.0027 (7) 0.0016 (7) −0.0009 (7) C14 0.0400 (9) 0.0430 (9) 0.0391 (8) 0.0054 (7) 0.0028 (7) 0.0062 (7) (17) 
